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FIGURE 1 

CGTCCTATCTGCAGTCGGCTACTTTCAGTGGCAGAAGAGGCCACATCTGCTTCCTGTAGG 
CCCTCTG GGCAGAAGC ATG CGCTGGTGTCTCCTCCTGATCTGGGCCCAGGGGCTGAGGCA 
GGCTCCCCTCGCCTCAGGAATGATGACAGGCACAATAGAAACAACGG GGAACATTTCTGC 
AGAGAAAGGTGGCTCTATCATCTTACAATGTCACCTCTCCTCCACCACGGCACAAGTGAC 
CCAGGTCAACTGGGAGCAGCAGGACCAGCTTCTGGCCATTTGTAATG CTGACTTGGGGTG 
GCACATCTCCCCATCCTTCAAGGATCGAGTGGCCCCAGGTCCCGGCCTGGGCCTCACCCT 
CCAGTCGCTGACCGTGAACGATACAGGGGAGTACTTCTGCATCTATCACACCTACCCTGA 
TGGGACG TAC ACTGGGAGAATCTT CCTGGAGGTCCTAGAAAGCTCAG TGGCTGAGCACGG 
TGCCAGG TTCCAGATTCCATTGCTTGGAGCCATGGCCGCGACGCTGGTGGTCATCTG CAC 
AGCAGTC ATC GTGGTGG TCG CGTTGAC TAGAAAGAAG AAAGCCCTCA GAAT CCATTC TGT 
GGAAGGT GAC CT CAGGA GAAAATC AGC TGGAC AGGAG GAATGGAGC C C CAG TGCTC C CTC 
ACCCCCAGGAAGCTGTGTCCAGGCAGAAGCTGCACCTGCTGGGCTCTGTGGAGAGCAGCG 
GGGAGAG GACTGTGCCG AGC TGCATGACTACT TCAAT GTC CTGAGTT ACAG AAGCCT GGG 
TAACTGC AGC TT CTTCACAGAGAC TGGT TAG CAACCAGAGGCATCTT CTGG 
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FIGURE 2 



MRWCLLL IWAQGLRQAPLASGMMTGTI ETTGNISAEKGGS IILQCHL SSTTAQVTQVNWE 
QQDQLLAICNADLGWHISPSFKDRVAPGPGLGLTLQSLTVNDTGEYFCIYHTYPDGTYTG 
RIFLEVLESSVAEHGARFQIPLLGAMAATLWICTAVIVWALTRKKKALRIHSVEGDLR 
RKSAGQEEWSPSAPSPPGSCVQAEAAPAGLCGEQRGEDCAELHDYFNVLSYRSLGNCSFF 
TETG 
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FIGURE 3 

GCCAGTTTCAGTTGGAGGAGAGGCCACATCCACTTTGCTGTAGGCCT CTGGTTAGAAGCA 
TGCATGGCTGGCTGCTCCTGGTCTGGGTCCAGGGGCTGATACAGGCTGCCTTCCTCGCTA 
CAGGAGC CAC AGCAGGC ACGATAG ATACAAAG AGGAACATCTCTGCA GAGG AAGGTGGCT 
CTGTCAT CTT AC AGTGT CAC TTCT CCTCTGAC ACAGC TGAAGTGACC CAAG TCGACT GGA 
AGCAGCAGGACCAGCTTCTGGCCATTTATAGTGTTGACCTGGGGTGG CATGTCGCTTCAG 
TCTTCAG TGATCGGGTG GTC CCAG GCC CCAGC CTAGG C CT CACCTTC CAGT CTCTGA CAA 
TGAATGA CACGGGAGAGTACTTCTGTACCTAT CATACGTATCCTGGT GGGATTTACAAGG 
GGAGAATATTCCTGAAG GTC CAAG AAAGCTCAGTGGCTCAGTTCCAGACTGCCCCGCTTG 
GAGGAAC CAT GGCTGCT GTG CTGG GACTCATT TGCTT AATGGTCACA GGAG TGACTG TAC 
TGGCTAGAAAGAAGTCTATTAGAATGCATTCTATAGAAAGTGGCCTT GGGAGAACAGAAG 
CGGAGCCACAGGAATGGAACCTGAGGAGTCTCTCATCCCCTGGAAGCCCTGTCCAGACAC 
AAACTGC CCCTGCTGGT CCCTGTGGAGAGCAGGCAGAAGATGACTAT GCTGACCCACAGG 
AATACTT TAATGTCCTG AGC TACAGAAGCCTAGAGAG CTTCATTGCT GTAT CGAAGACTG 
GC TAA CGACAGCTCTCT ATC CCTC TCCCTATGTCTCT CTCTCTGTCT CTCT CTGTCTCTC 
TCTGTCTCTGTCTCTGTCTCTGTCTCTCTCTCTCTCTCTCTCTCTCTCTCTGTGTGTGTG 
TGTGTGTATGTGTGTATACATCATTAATGTTCATTAACACTAACTGCATATGGTGGAGGA 
CCAGGAA ATAAAAGTTT GTG TTGC TAATAAAATTAAG TGC TAACTT 
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FIGURE 4 

MHGWLLLVWVQGLIQAAFLATGATAGTIDTKRNISAEEGGSVILQCHFSSDTAEVTQVDW 
KQQDQLLAIYSVDLGWHVASVFSDRWPGPSLGLTFQSLTMNDTGEYFCTYHTYPGGIYK 
GRIFLKVQESSVAQFQTAPLGGTMAAVLGLICLMVTG VTVLARKKSI RMHSI ESGLGRTE 

AEPQEWNLRSLSSPGSPVQTQTAPAGPCGEQAEDDYADPQEYFNVLS YRSLESFIAVSKT 
G 



Signal sequence 
1-16 

Transmembrane domain 

138-158 
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